
STRUCTURE EXAMPLE 
STRUCTURE:  Pritchard et al.,  2000 (free ware from Jonathan Pritchard, University of Chicago, 

http://pritch.bsd.uchicago.edu/structure.html) 

•                                          CLICK ON THE STRUCTURE ICON ON THE DESKTOP.       THIS WINDOW OPENS. 

Click on File to select 
the New Project option 

Click on New Project to 
open the Project Wizard 
window 



You have now opened the Project Wizard at Step 1 

Enter an arbitrary name 
of your project 

Select the directory and 
folder containing the dataset 

Select the dataset to be 
analyzed 

Then click Next 



The numbers and boxes checked in these two steps of the Project Wizard 
define the organization of the dataset used in this example and the boxes 

should be filled with numbers specific to the dataset.   

Opens the next step of 
the Project Wizard 

Opens the next step of 
the Project Wizard 



Step 4 of the Project Wizard finishes describing the format of the data set.  
The “Finish” button calls up a summary of the STRUCTURE project as you 
have set it up.  The Confirmation page is an opportunity to return to previous 
steps by clicking on Go back to correct  
any incorrect entries in previous Steps  

Closes the Project Wizard and 
opens a window that reviews all of 
your settings. 

When all entries are correct, “Proceed” will 
open the file within the STRUCTURE project 



Click on Parameter Set to pull down 
the options for running STRUCTURE 

Click on “New” to open 
the parameter window.  

This window shows the organization 
and contents of the dataset 



1.  Enter 10000 in both of these windows; 
this is to be considered a minimum length 
for a STRUCTURE run.  The remaining tabs 
can be left at default values for this example 

2.  Clicking OK opens the 
tiny name window; enter 

an arbitrary parameter 
name 

3.  Returns to the main 
STRUCTURE page 

In this window, specify the 
running parameters 



The STRUCTURE file must now be saved, closed, and reopened to run 
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To reopen, click the STRUCTURE icon on the desktop, click on “File”, 
“Recent projects”, and select your project name. 
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3. Click on the name you assigned to your 
project (see Step 1 of the Project 
Wizard). 



Now you are ready to run your project! 
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These two steps move you to the select-a-job window 

Click on Start a Job under the File tab 



This number can be set to any 
value, however,  our time 
constraints make “1” appropriate. 

Set the values of K 
(the number of 
clusters) you wish 
to run. 

Highlight your 
project. 

Finally, start the run! 



When the job is done, this will be your screen. 

Click OK to close 
this window. 

Click OK to close 
this window. 



2. Click these 
options 

1. Click on “Bar plot”; 
figure will appear 

To View the Graphic Representation of Run Results 

Scroll across to 
view all populations 

Scroll down 
this bar to 
view statistical 
results. 

Consult external files to 
decode names of populations 

Click on Save to keep a copy of 
the colored figure 



The figure will be saved as a .jpg file which, in turn, can be inserted into 
a .docx file that can be labeled as desired  (see next page). 



The “best” D|K plots of selected 39 SNPs;  43 Populations, 2278 Individuals 
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Note:  To co-ordinate the colors between these runs, we have used the freeware 
program DISTRUCT by N. Rosenberg 
(http://rosenberglab.bioinformatics.med.umich.edu/distruct.html) 



Retrieving Statistical Results 
1.  Open the file automatically generated by STRUCTURE 
and carrying the name of your project. It is in the same 
folder as the data file 

2.  Open your job file 3.  Open the Results file 

4. Open with a text 
editor your Run file 



The Results are printed in a long, continuous file (broken into two and shown 
below). “ //. . . “ Indicates shortening of actual output file, leaving examples only 
of each part of the output file. 

See next page 



Evaluating Structure Runs 
Structure Project: K=2-8, 10 replicates 

Plot the “Estimated Ln 
Probabiliity of the Data” 
from each run against its 
K value.  Consider the 
highest K value 
supported by the data to 
be that K at which the 
plot begins to plateau.  In 
this example, the optimal 
K value is likely to be 7.  
There is no hard rule for 
the optimal K value. 



The “best” D|K plots of selected 39 SNPs;  43 Populations, 2278 Individuals 
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Note:  To co-ordinate the colors between these runs, we have used the freeware 
program DISTRUCT by N. Rosenberg 
(http://rosenberglab.bioinformatics.med.umich.edu/distruct.html) 



Run# 

51 

P|K 

-60774.7  

52 

53 

54 

55 

56 

57 

58 

59 

60 

-60629.6 

-60655.6 

-60768.7 

-60598.6 

-60663.9 

-60626.1 

-60334.5 

-64522.5 

-60531.1 

Because there may well be 
several solutions to 
STRUCTURE analyses at the 
same K value with the same 
SNPS and samples, it may be 
instructive to plot each run at 
the optimal K level.  In this 
example, run 58 is statistically 
the “best” solution; however, 
run 60 is also interesting. 

NOTE:  M. Jakobsson and N. A. 
Rosenberg have written a 
freeware program, CLUMP, 
that allows easy statistical 
comparison of different runs 
at the same K level. 
http://rosenberglab.bioinform
atics.med.umich.edu/clumpp.
html. 


